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Statistics & Visualization

Statistics & Machine Learining

: GLM, GLMM, SEM, IRT, MLM(HLM), PCA, LSA, LDA
MRFs, CRFs, SVM, Tree, RBF, MILP, Auto-Encoder, Deep-Learning

Visualization

: ggplot2, wordcloud, d3, shiny, map, spatial
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Big-Data : Text & Query
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SEM (2012)
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LSA / LDA (2014)

Topics

gene 0.64
dna .62
genetic .61

Topic proportions and

Documents .
assignments

life  0.62
evolve .61
organism .81
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data  6.82
number  6.62

conputer 6,81

Seeking Life’s Bare (Genetic) Necessities

COLD SPRING HARBOR, NEW YORK: hat |
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Link Prediction (2014)



True positive rate

1.0

0.8

0.6

04

0.2

0.0

0

|:|.OI;

—t
ot

Plots (2015)

ROC curve

—— AUC(MRF) = 0.99
AUC(IRT) = 0.886

=== AUC(VRIN) = 0.976

- — AUC(TRIN) = 0.699
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The AUC of IRT, MRFs, SVM
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Table 1: Total Deviance of IRT




